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Abstract: Hepatitis C virus (HCV) non structural protein NS5A binding protein 37 (NSSABP37), which belongs
to the fibronectin (FN) III domain contains protein 3 family, is a kind of extracellular glycoprotein. NS5ABP37

plays an important role in the development of tumor, adipocyte differentiation, etc. This paper summarized the

research progress of NSSABP37 in order to further explore its function and its role in the diseases.
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