BT 20 EBE 72380 5T PTP4A3 1]
%ﬁﬁﬂ%%ﬂ@ﬁkik@ﬁﬁgﬁ 7]

&
i

400, RED, I (LA KA s IR E B BE R BE, b5t 1000155 2.8 FEE R R AL stz
PRt ARGt FEHT, dbAT 1000155 358 R SRAALGYRE FEAL A B sk s, bt 1000155 4.9 #RER

REEIJE A sz EE e iR/ A B b5 100015)

WE: BR B2 H0RER SRR RPTPAASE AT R A R EFHIMEA . 753% 2+ Oncomine
TR AN R L (K 3% (the Cancer Genome Atlas, TCGA) $# 22 e & B 43 M PTPAA3LE AT 4 o je
SH RN IE 5 R P Rk 7K F; i id Human Protein Atlas¥#is %, i — B HF 7T PTP4A3ZE 41 Mo e A1 1
WAL RIL, [F T Kaplan-Meier Plotter$(#is Fg gt — 2 73 HrPTP4A3 R B 7K~ 15 JFF 44 s il )5 1)
KFRo L5R £ T Oncomine 4z 52 7> HTPTPAAZTE AT 40 e b =y IS A S A 1T, IRFRIAMIOT. K&
PTP4A3TE T 41 e 4L SR IE & A4 b B KT ST 7L, SR adB768 A FEAR, HIEH HLULL,
PTP4A3TERF 4 AR b s kik (P =1.06 x 10°) . FETTCGAHEE (IEHH50%], FFHEH
371491 , PTPAA3TERFANALE AR B2 mRIE (P < 0.0001) . fEHuman Protein Atlas¥{(#8 % ¥ %
PR L A T, AR T IR ATZEZR, PTPAA3TE AT 4Hije b .35 =318 . Kaplan-Meier Plotter#{(4/
JE (n=364) iR, PTPAA3KImRNARIA & T4 B Bk A A7 AT O, Rk
PTPAA3 M B MR AR E R IME, TEKRZE (P=0.049) . 45ie B Ef2 0 BosPTPAA3 L K B A 12 i
JHFE AR R A R R AIVE R, & A0 e (Y G B R IR 2 —, D LAPTPAA3YE Jy JH 401 i 2 47 L w5 AT 55
TBIT AR
F4EA): PTP4A3; AF4NAJE; Oncomine; i fii Al 52 K] itk

Effects of PTP4A3 expression on the carcinogenesis and development of hepatocellular carcinoma
based on multi-database joint mining

HAN Ming"*?, CHENG Jun"?, GUO Jiang** (I.Peking University Ditan Teaching Hospital, Beijing 100015,
China; 2.Institute of Infectious Diseases, Beijing Ditan Hospital, Capital Medical University, Beijing 100015,
China; 3.Beijing Key Laboratory of Emerging Infectious Diseases, Beijing 100015, China; 4.Department of
Oncology Intervention, Beijing Ditan Hospital, Capital Medical University, Beijing 100015, China)
Abstract: Objective To investigate the effects of PTP4A3 expression on the carcinogenesis and development
of hepatocellular carcinoma based on multi-database joint mining. Methods The expression of PTP4A3 in
hepatocellular carcinoma tissues and normal tissues were analyzed based on the combined data of Oncomine
and the Cancer Genome Atlas (TCGA) databases. The expression of PTP4A3 in hepatocellular carcinoma
tissues and normal tissues were researched based on Human Protein Atlas database. Meanwhile, the
relationship between PTP4A3 expression and prognosis of hepatocellular carcinoma were furtherly analyzed
based on Kaplan-Meier Plotter database. Results Based on the Oncomine database, there was one study on
the high expression of PTP4A3 in hepatocellular carcinoma tissues, and there was no low expression. In five
studies involving the expression of PTP4A3 in the transcriptional levels of hepatocellular carcinoma and
normal tissues, a total of 768 samples were included, and PTP4A3 was highly expressed in hepatocellular

carcinoma tissues compared with normal tissues (P = 1.06 x 10”). Based on the TCGA database (normal

DOI: 10.3969/j.issn.1674-7380.2019.01.009
BEWH: HEHERRFEM BT IR e e N BT R 4 “HrEt-Rl” TiH (DTQL201601) ; b i e b i B )=
“”‘ﬂf‘” AAFFRIRIBIBAIE L) (DFL20151701)
EIAEH: $0YT Email: guojiang2002105@aliyun.com



) ) 20194 114 F1H

group: 50 cases, hepatocellular carcinoma group: 371 cases), PTP4A3 was highly expressed in hepatocellular

carcinoma tissues (P << 0.0001). In the immunohistochemical data of the Human Protein Atlas database,

PTP4A3 was significantly expressed in hepatocellular carcinoma compared with normal liver tissue. The
Kaplan-Meier Plotter database (n = 364) analysis showed that the mRNA expression of PTP4A3 was

correlated with the overall survival rate of hepatocellular carcinoma. The overall survival rate of patients with

low expression of PTP4A3 was poor, and the prognosis of patients with high expression of PTP4A3 was poor

(P = 0.049). Conclusions This study explored the role of PTP4A3 gene in promoting the development of

hepatocellular carcinoma through database mining and showed that PTP4A3 gene is one of the key genes in

hepatocellular carcinoma. These results provide a basis for future research and a drug target for hepatocellular

carcinoma.
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