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Expression of long non-coding RNA FAL1 in patients with hepatocellular carcinoma and its relationship
with prognosis

WANG Hang, PAN Sha (Department of General Surgery, Jiulongpo Hospital of Traditional Chinese
Medicine, Chongqing 400050, China)

Abstract: Objective To investigate the expression of long non-coding RNA FAL1 (Inc RNA FAL1) in patients
with hepatocellular carcinoma and its relationship with prognosis. Methods Total of 89 cases with HCC who
underwent surgical treatment in Jiulongpo Hospital of Traditional Chinese Medicine from November 2014 to
May 2015 were selected retrospectively. During the operation, the cancer tissues of the patients and the non-
cancerous tissue specimens with a distance of longer than 5 cm from the edge of the cancer tissues were collected.
The expression of IncRNA FALL1 in hepatocellular carcinoma tissues and para-cancerous tissues were detected
by q-RT PCR, and the relationship between the expression of Inc RNA FAL1 and the clinicopathological features
of the patients were observed. Kaplan-Meier survival curve and Log-Rank test were used to analyze the effects
of relative expression of Inc RNA FAL1 on the prognosis of patients. Multivariate COX analysis was used to
identify the independent risk factors of prognosis of hepatocellular carcinoma. Results The expression level of Inc
RNA FALI in hepatocellular carcinoma tissue was much higher than that in para-cancerous tissue (¢ = 24.00,
P < 0.001). According to the median value (1.70) of Inc RNA FAL1 expression in cancer tissues, the patients
were divided into two groups: high expression group (60 cases) and low expression group (29 cases). There were
no significant differences in sex, age, TBil, ALT, smoking history, tumor numbers, tumor diameter, hepatitis
virus infection and autoimmune hepatitis between the two groups (P > 0.05). The expression levels of IncRNA
FALLI in patients with lymph node metastasis, low differentiation degree, TNM III~IV phase, portal vein

tumor thrombus, completed envelope and liver cirrhosis were higher than those of patients without lymph node
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metastasis, high differentiation degree, TNM [ ~ Il phase, without portal vein tumor thrombus, uncompleted

envelope and without liver cirrhosis, the differences were statistically significant (P << 0.05). Kaplan-Meier

analysis showed that the three-year survival rate (20.1%) in Inc RNA FAL1 high expression group was lower

than that of the low expression group (61.2%), the difference was statistically significant (y* = 11.575, P =

0.001). IncRNA FAL1 level was an independent risk factor for the prognosis of hepatocellular carcinoma (RR =
1.952, 95%CI: 0.627~2.106, P =0.014). Conclusions Inc RNA FAL1 is highly expressed in hepatocellular
carcinoma tissues, which is an independent risk factor for the prognosis of hepatocellular carcinoma, and can

be a potential target for early diagnosis and treatment.
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