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Analysis of miRNA146a single nucleotide polymorphism and susceptibility of patients with
hepatocellular carcinoma of Li nationality in Hainan province

XU Da-feng, ZHOU Kai-lun, LI Zhuo-ri, WU Jin-cai, CHEN Xin-ping, ZHANG Zhen-sheng, ZHENG Jin-
fang, WANG Yu, LIU Xiang-mei (Department of Hepatobiliary Pancreas Surgery, Hainan Peoples Hospital,
Haikou 570031, China)

Abstract: Objective To analyze the miRNA146a single nucleotide polymorphism (SNP) and susceptibility of
patients with hepatocellular carcinoma of Li nationality in Hainan province. Methods A total of 45 cases with
benign liver disease in Hainan People’s Hospital from March 2015 to March 2018 were selected as control group
and 142 cases with hepatocellular carcinoma (HCC) who underwent hepatectomy in our hospital from March
2014 to March 2016 were selected as observation group. HBsAg of patients in both groups were positive. DNA
was extracted from liver tissue samples of two groups and then PCR was used to search for SNP sites including
miRNA146a exons to explore the correlation between miRNA146a and tumor susceptibility and early recurrence
after operation. Results There were 54 cases of miRNA146a rs2910164 C/C type, 15 cases of G/G type and 73
cases of C/G type in patients with HCC. Logistic analysis showed that the risk factors of occurrence of HCC were
miRNA146a rs2910164 C/G type and C/C type, and the risk factors of early recurrence of HCC were miRNA146a
152910164 C/G type and tumor size. Conclusions The miRNA-146a rs2910164 locus is associated with the genetic
susceptibility of HCC patients in Hainan Li nationality. The risk factors for early recurrence of patients with HCC
after operation are 152910164 C/G type and tumor size.
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1.1 ARt % $EHL 2014 48 3 F % 2016 4E 3 A Tiff
E NRERATHFIBAR) 142 5] HCC H3E N g2
H, BEV5ZE 2018 4F 3 H; HEHL 2015 4 3 H % 2018
3 H T ARBL 26T 1 45 B IE B PE o B
AR ASUERESD) AT IR, AR R.
FFREAL S5 Rk M A 5T I T e B s R
HEX RS N ERIRER, LR RERMPUR
(hepatitis B surface antigen, HBsAg) P 1E. HERR
brife: OFERFIEAEZE, AREX A2 HCC s HAth
R s @EH KA PETE: O™ EERG
BRI ZE S, @FEEMIOR. B 5 hEtt
B ARG, OBFEBRIPAANAES S
W R REAGACTIR RSt (s
KYLW-KL-LO1D) , EEFEEKEAIEHZEE FRE T
1.2 HCC A& FIWiAre ARG 6 NHNME K E X
ARG RIE K. HIRTERTIRARE 7. OB AIT
JATCm R, RPN JCHER L @AHT AFP
HBAYE, RJE 2 AMHW FRMZRIES, [FE2 KRSk
R R B R T i A I A BT R CT M & o
Akt ARET AFP MR, PIRJE 2 AN H 3658 CT
UTEHT AT 83 28 17 I s Pk 2 3 5 G S 184 2 of
EHIE NIRRT G UL AR
He NE K, ARG AFP GniRE i s, (EHERR 2541
JFRfs . LRRFORAE . A NIBTT G TS e 5 % 55 R
N, B A R R IR, AR LU 2
AFP [RIE T = PR ()5 5 A fa SR (]

1.3 DNA # IR 4o 37 B8 #2 5t Ik ook B & 5 R 4
LB F AR ) Bk 10 A 05 bR A 30 AT 8 b, $R
DNA, DNA XH TBE Z&hili it J5 frA7 T -20 C
VKA N %, B S ml #-4T 1% B AR B ik
1.4 PCR 3| & i+ A R ARk % M www.genecards.
org M ¥ & ] miRNA-146a % [ 7 %1, K H Primer
3 WA 4% B 1 B 4T PCR 51 W) W it. & A 51 ¥R
5-TCGAGTCTCTAGGGAGCTC-3’, 1F [ 5| ¥ N
5-CTCTGAGTGCGATAGTGAT-3’, fi1 & 4 & 1
386 MR T A . K IRAE A R[] 2 x Taq FlVR K
SNAK 24T PCR Y1, 20 ml Jz A& R AL 1 mlBRAR,

2.0ml 10 x Z2i7], 16.2 ml Z2B§-F7KA BRI Y&
04ml, MM 94°C30s, 58°C30s, 72 °C 30s,
35 AMIEER, 72 CILEA# 10 min. #7345 HL 5 ml 347 2%
BRRRREAER vk, B EEAE TARIE . s
P, TSNP A7, RIS R A T b

1.5 %t 343§ SPSS 19.0 Gt it ik AT £
o0, IESAAITFERELL Y +5 FoR, KA kR
i, BRI E SRR, KA K, X
HCC & B R M BT R 5 5 2 [ & Logistic
EH5 8. BLP < 0.05 AZERH G55 L.
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2.1 BEGEKTOH WARZMMEY . FR. HBV
DNA & ALT /KPR L TR ZE R LRI 2R X
(P>0.05 , HAAM, Wkl

2.2 SNP 1% & A& B A AHF 5L % ] miRNA-146a
152910164 G > C i i, R A I3 K FE 9 HAth iy 9
AN SNP i s, % i 4H £ (K] £ 5 Hardy-Weinberg
P, LR 2.

2.3 miRNA-146a rs2910164 1% % % A5 HCC L A
#9 % B & Logistic ® )2 547 142 il HCC & 3 C/
CE A 54 1, G/GH:FA 15 5], C/GEFA T3
1, LLHCC ANHFAZE (4 HCC 0, HCC A D ,
PL miRNA-146a (C/G 43, C/IC N2, GIC N1, =
TN G/G, BriliAsE) o MHl (et o, iR
D JAFR N EAR SR, 1B A HTZEAT Logistic [7] U543
Br, AZEFRAE 0.05, 455K HCC RAMEKIE &
9 miRNA-146a 1s2910164 C/G 1 C/C &, W3 3.

2.4 miRNA146a 152910164 4= & % B & 5 HCC 8%
89k & KRHIZEDIRATELT Logistic B4, [RAF
BERAMERERER (BEKRNO, ERAD , H
A5 BN 4E . miRNAl46a (C/G 43, C/C N2,
G/G A1, ZM G/G&WAE) . R/ ik
i KEAA. WA (N0, BN . AFP
COHPEN 0, PFEMEN 1, > 7 mg/L NFEM) 18
(BG4, RN 3, A£RFRN2, AR
N1, BRAR, BT RE) , BERRME0.05,
g B3R W e 5 2R I G G R 3R 9 miRNAT46A
1s2910164 17 £ C/G FE[RI B R fiodd KN, WK 4.3 5,

1 142 f§l HCC BER 45 BIRTAE R RR B E R L IR

4B A) WA (B4, ) i (xts, %) ( ;i;ﬂivlglérl/ml) ALT (x=s, UL)
MELE (n=142) 12121 51.05+8.63 238+ 0.40 174.76 +23.01
2B (n=45) 38/7 50.74 + 8.42 216+ 0.41 175.03 +26.98
%itEd 2 =0.184 t=0.073 t=0.114 t=0.107
Pit 0.794 0.651 0.863 0.673
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AR E RIS it faii P
C/G 17 (37.78) 22.45 (49.89)
C/C 13 (28.89) 12.37 (27.49) 0.174 0.206
G/G 15 (33.33) 10.18 (22.62)
#< 3 miRNA-146ar1s2910164 il Z7SM S HCC ZEMZEZF Logistic [EY353#7
R H SE s Walds PiA OR (95%CT)
FTE 0.359 0.840 5.388 0.018 2.317 (1.042~5.083)
miRNA146a (G/G) 0.420 1.064 7.710 0.004 1.905 (1.185~4.372)
miRNA146a (C/G) 0.446 1.125 6.398 0.009 3.090 (1.290~7.388)
miRNA146a (C/C) 0.475 1.109 5.497 0.017 3.029 (1.198~7.671)
# 4 miRNA146a 152910164 L R ERF A5 HCC 8L BRI [ 1 (%) ]
R C/G G/G c/IC P! PiE
A4 (n=55) 38 (69.09) 2 (3.64) 15 (27.27)
7.053 0.002
KEE (n=87) 35 (40.23) 13 (14.94) 39 (44.83)
A (n=142) 73 (51.41) 15 (10.56) 54 (38.03)
R i ES €
# 5 HCC £ 41 Logistic [E)3 53 4fr
A SE p Walds P& OR (95% CI)
TE 0.798 -2.797 15.801 0.001 0.059 (0.028~0.101)
miRNA146a (G/G) 0.709 1.783 15.628 0.001 0.074 (0.031~0.104)
B 98 K01 0.049 0.130 6.189 0.012 1.140 (1.030~1.259)
miRNA146a (C/G) 0.660 2.099 10.169 0.002 8.180 (2.250~29.760)
miRNA146a (C/C) 0.686 1.028 2.270 0.129 2.810 (0.731~10.760)
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HER.
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