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Construction and subcellular location of HCBP6 mimic phosphorylated recombinant
plasmid
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Abstract: Objective To construct green fluorescent protein recombinant plasmids of
HCBP6 and clarify its subcellular localization. Methods Based on the green fluorescent
protein HCBP6 recombinant plasmid which contained 570 bp HCBP6 exon gene, rapid
site-directed mutagenesis was used to construct HCBP6 mimics phosphorylation at
different sites of recombinant plasmids. The recombinant plasmids were sequenced and
aligned. JetPRIME transfection system was used to transfect HCBP6 and HCBP6 mimic
phosphorylated recombinant plasmids into cells. Real-Time PCR technology was used to
detect the expression of target gene mRNA. Western blot was used to detect the expression
of target gene protein, and fluorescence microscopy was used to observe the subcellular
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localization of HCBP6 mimic phosphorylated plasmids at different sites. Results It was

found that the recombination sequence was completely consistent with the target gene,

indicating that the HCBP6 mimic phosphorylated recombinant plasmid was successfully

constructed. Real-time PCR and Western blot showed that compared with the control group,

the experimental group highly expressed HCBP6 and HCBP6 mimic phosphorylation

genes at different sites. Immunofluorescence microscopy showed that 10Ala was mainly

expressed in the cytoplasm, and WT, 10Asp, 151Ala, and 151Asp were mainly expressed in

the nucleus. Conclusions HCBP6 mimic phosphorylation recombinant plasmids at different

sites and HCBP6 can be successfully transfected into cells and highly expressed. The

subcellular localization of HCBP6 mimic phosphorylation recombinant plasmids at different

sites were different.

Key words: HCBP6; Recombinant plasmid; Mimic phosphorylated; Subcellular location
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