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Mechanism of “Zedoary Turmeric-Rhizoma Sparganii” against liver fibrosis based on
network pharmacology

Jiang Ruizhu', Chen Xinchang', Hu Ping', Liu ling', Zheng Yang', Wang Jiahui', Zhao Tiejian',
Duan Xuelin® (1.Sainz New Medical College, Guangxi University of Chinese Medicine, Nanning
53000, China; 2.Guangxi University of Traditional Chinese Medicine Zhuang Medical College,
Nanning 53000, China)

Abstract: Objective To preliminarily clarify the molecular biological mechanism of “Zedoary Turmeric-
Rhizoma Sparganii” against liver fibrosis by the technology of network pharmacology. Methods The
active components and potential key targets related to “Zedoary Turmeric-Rhizoma Sparganii” were
obtained by systematic pharmacology analysis platform of Chinese Medicine (TCMSP). TCMSP,
Pubchem and Swiss Target Prediction database were used to screen the active ingredients of the drugs,
collect and process the targets. Then the target genes of liver fibrosis were screened through GeneCard
database, and the compound target was interacted with the liver fibrosis target. The overlapping targets
obtained were input into String database, cytoscape 3.8.2 was used to obtain the role of key target proteins
in the overall network, and then the overlapping target proteins were imported into Metascape database
for GO and KEGG pathway analysis. Results A total of 11 active components corresponding to “Zedoary

Turmeric-Rhizoma Sparganii” were obtained from TCMSP retrieval and literature collection. A total of
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5820 genes related to liver fibrosis were obtained from the Genecard database, and 19 key target genes
were obtained by interaction. Target function enrichment analysis was performed using the String and
Metascape databases and 15 important targets were enriched on 4 anti-hepatic fibrosis pathways, which
were related to multiple effects of cell apoptosis and autophagy, inflammatory reaction, proteoglycan in

cancer. Different related genes and protein pathways played different roles in regulating liver fibrosis,
which also showed that the compatibility of drugs could play a multi-component and multi-target
overall regulatory role. Conclusions Through network pharmacology, active ingredient screening, target
prediction, network topology analysis, enrichment analysis and pathway analysis showed that “Zedoary
Turmeric-Rhizoma Sparganii” drugs could prevent and treat liver fibrosis through many ways, which
reflected the characteristics of multi-component, multi-target and multi-pathway of traditional Chinese

medicine and could provide ideas for clinical research and further development.
Key words: Liver fibrosis; Zedoary Turmeric; Rhizoma Sparganii; Network Pharmacology
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