ChEF IR A CGRTRD ) 20244 516% 5533 cBFEEm . 1

N

KB HE B A R4 R I8 7K
X - TS 20 [ Meta 73 AT

Tyt T 2 L HEE, FEY (1 BHERKEWNEIL IR E R hELS SR, b
100015; 2. b pi K2aihin R Be #2r e e Rt B 4s A& A0y, JE L 100015)

WE: B F KBER B EFA & E#4 (acyl-CoA synthetase long-chain family member
4, ACSL4) W EEEWISNEm. 5% 245 ZPubMed. Embase. Cochrane
Library. Web of science. H1EENM . J377 & 5408 B a 22, A &I (| S5 A e &2
202342 H, WA ACSLAZRIA XS e 38 75 520 09 BA ZUBIE 98 . SCRR 14 07 328 3 72 R
2AZVPAE A E SR KGN I AR AR B R -VE R AR R R R (Newcastle
Ottawa Scale, NOS) HEATEITAY, FEHCCHRH FHE B35 I RR ELRRAE . BT 78 1 45
JRFERRLHR (95%CD “5 K04 . 32 P Statal 7.0MPH A % SCHREHE 4T G 1 H 23 47,

KRB S5Egger’ sE ISR UH 2 KUK . 53R LA N 6T RAZIR 6 (89045 AT Ji 5
#F) o Metap ¥R, SACSLHYEFIEMHEZEMIL, ACSLAERIEH N B H DAL
] Coverall survival, OS) # % (HR =1.274, 95%CI: 1.141~1.422, P < 0.001) ;

g B, BIEACSL4ERiE (OR = 1.12, 95%CI: 1.008~1.224, P < 0.05) .

Egger’ siI03R B0 78 (M A7 75 R R Am A IR AT BEMERL /N (P=0.055) o ACSLARIE/KF5
SRS TR A B TR /N R iR R 7 5 R DL AR 15 A R R AL B AR S PE TG S
RS (P> 0.05) o £518 ACSLARRIA 5 B & BHOSIHAH M A gt %=
X, BT B 2 1) v R I AR A AT RE

KRR KEENRMEAIRA G iE4; FHE; TiS; Metasr iy

Influence of acyl-CoA synthetase long-chain family member 4 on the prognosis of liver
cancer: a Meta-analysis
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Medicine, Beijing Ditan Hospital, Capital Medical University, Beijing 100015, China;
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Abstract: Objective To systematically review and compare the effects of acyl-CoA synthetase
long-chain family member 4 (ACSL4) on the prognosis of patients with liver cancer. Methods
Systematic searches were conducted in PubMed, Embase, Cochrane Library, Web of Science,
CNKI, Wanfang Medical and VIP databases from inception to February 2023 to collect cohort
studies that explored the impact of ACSL4 expression on the prognosis of patients with
liver cancer. The literature screening was performed independently by two evaluators. The
quality of eligible studies were evaluated according to the Newcastle Ottawa Scale (NOS)
and relevant data including clinical and pathological characteristics of liver cancer patients,
outcome indicators and HR (95%CI) of the study etc. were extracted. Statistical analysis of
data from the literature was performed using stata 17.0 software. The risk of bias was assessed
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using funnel plots and Egger’s test. Results Six cohort trials with a total of 890 liver cancer

patients were included. Meta-analysis showed that liver cancer patients with an increased
ACSLA4 expression had shorter overall survival (OS) (HR = 1.274, 95%CI: 1.141~1.422,
P < 0.001). The ACSL4 expression in male patients with liver cancer was higher than those
in female patients (OR = 1.12, 95%CI: 1.008~1.224, P << 0.05). Egger’s test showed that
the likelihood of publication bias between studies was small and not statistically significant

(P = 0.055). Besides, age, tumor stage, tumor size, tumor envelope integrity and appearance

of cirrhosis were not significantly correlated with the expression level of ACSL4 (all P > 0.05).

Conclusions High ACSL4 expression was significantly associated with shorter OS in patients

with liver cancer, more high-quality clinical studies were needed to validate this conclusion.

Keywords: Acyl-CoA synthetase long-chain family member 4; Liver cancer; Prognosis;

Meta-analysis
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